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Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 


245 


225 










230 










235 










240 


Z 4 O 


Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


He 


Arg 


Leu 


Gin 


Ala 


Glu 


Ala 


O A 1 

z4 / 










245 










250 










255 




O A O 

z4o 


Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


Asp 


Met 


z 4 y 








260 










265 










270 






Z OU 


Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


val 


Gin 


Ala 


Ala 


Val 


Gly 


OCT 
Z D 1 






275 










280 










285 








9^9 
z 0 z 


Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


nlS 












O R *D 

ZD J 




290 










295 




















256 


<210> SEQ ID NO: 


; 6 
























257 


<211> LENGTH : 299 
























258 


<212> TYPE: 


PRT 


























259 


<213> ORGANISM: 


Homo sapiens 


















261 


<400> SEQUENCE: 


6 
























262 


Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 


263 


1 








5 










10 










15 




264 


Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly Arg 


265 








20 










25 










30 






266 


Phe 


Trp Asp 


Tyr 


Leu Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 


267 






35 










40 










45 
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